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Presentation Notes
Thank you for inviting me here today to introduce you to GGBN and its impact on molecular research/genome seq initiatives
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The Challenge: Sample Access

– Needs:
• High-quality
• Good metadata
• Legal

– Sample info dispersed
• Hard to find
• Heterogeneous
• Ambiguous quality & 

provenance

Presenter
Presentation Notes
Rate limiting for large scale genomic sequencing projects, such as the Earth Biogenome Project, Genome10K, GiGA (invertebrate genomics initiative) i5k (insect genomics initiative)…
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Sequences: OK! Specimens: OK! Tissues Not 
OK!

Taxa (CoL, GBIF)

GenBank
Sequences

“Tissues”

Vouchers
Dark Taxa

Unsequenced

GGBN

Presenter
Presentation Notes
Low percentage of available sequence data in public repositories with proper information where the voucher and/or sample is deposited.
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• Established 
Platforms:
– GBIF, NCBI, EMBL, DDBJ, 

EOL… 

• Standard Data 
Models:
– Darwin Core, ABCD, 

MIxS…

• Open Source 
Software:

Sif BRAHMS A t  

Existing Solutions

NOTHING 
COMPARABLE 
FOR TISSUES, 
DNA, etc

Presenter
Presentation Notes
Gabi will expand on progress toward accomplishing the first goal, here I will outline progress on the other four goals.
Emphasize task forces responsible.
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History and Framework

• Founded in 2011
• Botanic Garden and 

Botanical Museum Berlin 
(Technical)

• Smithsonian (General)
• MOU, Terms of Reference
• Core, Associate, Observer 

members
• Museums, Gardens, 

Zoos  Biorepositories  
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Benefits

• Quality standards, best practice, transparency
– Data Model & Standardized vocabulary
– Reciprocal links with other aggregators (GBIF, 

GenBank)
– Technical support
– ABS Guidance

• Visibility, impact of genetic collections
• Biobanking document library
• Funding opportunities
• Networking
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ABS Best Practices

• Access and Benefit Sharing (ABS) 
Compliance 
– Guidance documentation 

• Code of Conduct
– Statement of Use of Genomic 

Material 

• Best Practice
– Example Material Transfer 

Agreements
– GGBN Data Standard permit 

vocabulary

    

* Consortium of European Taxonomic Facilities
** Society for the Preservation of Natural History Collections

Presenter
Presentation Notes
CETAF is a very interesting collaborator due to the EU’s enforcement of regulations – which leads the development!
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Best Practices

Recommendation for 
Biorepositories

•Collaboration with ISBER*
•Submitted April 2013 
•May 2017, in review
•ISBER 4th edition* International Society for Biological and 

Environmental Repositories
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Data Portal

Available at: http://www.ggbn.org/ggbn_portal/
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Today: 59 GGBN members, 20 countries 
worldwide

http://www.humboldt.org.co/
http://www.nhm.ac.uk/
http://australianmuseum.net.au/
http://wiki.bgbm.org/dnabankwiki/index.php/File:Main_logo_DSMZ.jpg
http://wiki.bgbm.org/dnabankwiki/index.php/File:Logokoenig.gif
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GGBN Online Sample Growth 
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460% sample
increase from 
March 2016

31% of 
extant 
families!
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Eukaryotic Biodiversity

• Domains:      3  (Eubacteria,  Archaea, Eukarya)
• Kingdoms:    5  (animal, plant, fungi, chromista and 

protozoa)
• Phyla:          61 (35 animal; 10 plant;  2 fungi; 14 

chromists+protozoa)
• Classes:      266   
• Orders:    1253  
• Families:   8,716-9,330  
• Genera:   140,000-200,000  
• Species: 1.9 million known (est. 10-15 M)

Sources:  Global Genome Initiative Knowledge Portal (Jonathan Coddington); Catalog 
of Life (Luisa Abucay & Yuri Roskov) 
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Jonathan Coddington et al., Smithsonian

Gap Analysis
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Families mostly Singletons! (2180)

N Families N_BioBanks Percent

1,591 N_BioBanks=1 0.73    

414 N_BioBanks=2 0.19 

109 N_BioBanks=3 0.05 

43 N_BioBanks=4 0.02 

21 N_BioBanks=5 0.01 

2 N_BioBanks=6 0.00 

Presenter
Presentation Notes
An analysis of the distribution of geomically preserved biodiversity across the GGBN 17 published biorepositories shows that 73% of families occur in only one biorepository, 19% in two, and less than 5% in three or more. No family occurs in more than 6 of 17 institutions.  These statistics suggest that enlarging the GGBN network will be a quick and costs effective way to achieve GGI’s preservation goals.”
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Discoverability, Best Practices, Scale & 
Integration

• Increase 
discoverability
–Biorepositories 

(new/existing)
–Aggregators (e.g. 

iDigBio, VertNet):
• GGBN data standard 
• Standard usage 

statistics
Sequencing portals 
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Thank you

GGBN Executive Committee
GGBN Members
GGBN Collaborators
GGBN Task Forces
DFG
SYNTHESYS
ISBER & ESBB
NSF
GGI

http://www.ggbn.org

http://lists.fu-berlin.de/listinfo/GGBN-
info/

https://twitter.com/GGBNOutreach

https://www.facebook.com/ggbnoutreach

http://www.ggbn.org
http://lists.fu-berlin.de/listinfo/GGBN-info/
https://twitter.com/GGBNOutreach
https://www.facebook.com/ggbnoutreach
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