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Presentation Notes
Thank you for inviting me here today to introduce you to GGBN and its impact on molecular research/genome seq initiatives
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GGBN

— Needs:
* High-quality

— Sample info dispers:

* Hard to find
* Heterogeneous

* Good metadata
e Legal

 Ambiguous quality &

GENOM 5

The Challenge: Sample Access
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Presenter
Presentation Notes
Rate limiting for large scale genomic sequencing projects, such as the Earth Biogenome Project, Genome10K, GiGA (invertebrate genomics initiative) i5k (insect genomics initiative)…
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Unsequenced

Vouchers

GGBN
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Presentation Notes
Low percentage of available sequence data in public repositories with proper information where the voucher and/or sample is deposited.
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ccen: EXisting Solutions

e Established
Platforms:

— GBIF, NCBI, EMBL, DDBJ

EOL..

. Siundurd Data
Models:

— Darwin Core, ABCD,

MIxS...

* Open Source
Software:

NOTHING
COMPARABLE
FOR TISSUES,
DNA, etc


Presenter
Presentation Notes
Gabi will expand on progress toward accomplishing the first goal, here I will outline progress on the other four goals.
Emphasize task forces responsible.


GG,;"N'-’ History and Framework

 Founded in 2011

e Botanic Garden and
Botanical Museum Berlin
(Technical)

* Smithsonian (General)

e MOU, Terms of Reference

e Core, Associate, Observer
members

e Museums, Gardens,
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* Quality standards, best practice, transparency
— Data Model & Standardized vocabulary

— Reciprocal links with other aggregators (GBIF,
GenBank)

— Technical support
— ABS Guidance

 Visibility, impact of genetic col
e Biobanking document library
* Funding opportunities

e Networking
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GGBN Data Standard v1

Search Q
This page describes the GGBN Data Standard version 1 (v1), released on 04. October 2016.
éLogin Citation: Droege et al. (2016): The Global Genome Biodiversity Network (GGBN) Standard Specification. DATABASE. doi
10.1093/database/baw125 &
P?QE _ Note: Ongoing discussions and updates of the GGBN Data Standard will be documented at hitp//terms tdwg org
Discussion /GGBN_Data_Standard &
The GGBN Data Standard is intended to be used with ABCD or Darwin Core and is not a stand-alone solution!
erw Implementations are available for both ABCD and DarwinCore-Archive &, For ABCD two implementations have been made. One for
View source single species samples ABCDGGBN & and one for environmental samples ABCDGGBN-Enviro &. Please check out the TOWG wiki &
History for updates.

A new stable version of the standard will be released earliest at the end of 2019.
What links here

Related changes The GGBN Data Standard is a set of terms and controlled vocabularies designed to represent sample facts. It does not cover e.q.,

Special pages scientific name, geography, or physiological facts. This allows combining the GGBN Data Standard with other complementary standards,
Printable version such as DWC &, ABCD & or MixS &. Potentially, the standard can be used not only for non-human genomic samples but also human
Permanent link samples._ It builds upon existing standards commonly used within the communities extending them with the capability to exchange data on

.orafagbn/Main Page tinn ticcna anuirnnmantal and NAA camnla ac wall ac cananrac Tho EERK MNata @tandard incnrnnratac all molacrolar tarme Af MG 1 and
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ccen: ABS Best Practices

* Access and Benefit Sharing (ABS)
Compliance

— Guidance documentation

e Code of Conduct

— Statement of Use of Genomic
Material

* Best Practice

— Example Material Transfer
Agreements

— GGBN Data Standard permit
vocabulary

* Consortium of European Taxonomic Facilities

NAGOYA PROTOCOL
ON

~~' ACCESS TO GENETIC RESOURCES

AND THE FAIR AND EQUITABLE
SHARING OF BENEFITS ARISING
FROM THEIR UTILIZATION
TO THE
CONVENTION ON
BIOLOGICAL DIVERSITY

TEXT AND ANMEX

** Society for the Preservation of Natural History Collections
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Presentation Notes
CETAF is a very interesting collaborator due to the EU’s enforcement of regulations – which leads the development!


A Best Practices

GGBN

*Collaboration with |
*Submitted April 201
*May 2017, in rev
"§" gdition

* Internati
Environment®l
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Cannecting Repositories
Globally through Best Practices.

e

FoRUMS.

bviewed and updated

BEST PRACTICES i-based guidelines.

2012 Best Practices for Repositories ]
(Wit

Coliection, Storage, Retrieval, and Distribution of
Biological Materiuls for Research

E uropean, Middie Eastam & African

’ Chapter of
; ociety for &)
ogreservaton ishber

* Biovanking

Home  AboutUs Why Join? _ Portal __ Meetings _ Biobanks Awards _ Contact Us

ISBER & ESBB ﬁ—'

Enviro-Bio Working lam
Group (EB-WG)

Miss
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Samples
DA 12788
Tiesues ZHooas
Eminos T
Reposhories 17
Vouchers
Cufiares 15
E\iouchers z
Specimens 105853
Unionown Bzl
Callections 18
Toa
Families 1953
(e -] o552
Species 28158
Tosl

51842

MNews

16 August 2016 - GEEN 2016 Confrence Precentations now Aalizok
08 ALKUS! 2016 - EMOMAIICS CoBSCTionts Neskark jois GEEN

(2 Augus! 2016 - GESN - now on Twitler nd Facebook

25, July 2016 - Konea National Ressantn Resounce Camer jois GEEN

20. June 2016 - (ZEEN - 3 botanical parspectve paper published In Annats of Botary

18 June 2016 - Museum 107 Natunance (KN} makes Rs gencmic coliestions ailale via GEEN

16 June 2016 - Zookogy Museum (QEAT) 2 Camoiks Linkershy of Ecasdor makes B genaic collestions acliasie via GEEN

14, Jume 2016 - Naural Hisory Moseum 2t e Unkershy of Osio (NHKG) makes B gencenic coliections a/alishle via CEEN

06 June 16 - GEIF & GEEN suney on DNA a0 tiodkersfy

05, e 2016 - ingtiute of Vienshrate Blology, Academy of Scknces of e Coech Repdblic makes s gencenic cofiections avaiizhlevia GEEN
31, M3y 2016 - Natural Hision: MASecsn of Denmiark maees RS gencenic collections aiianke via GEEN

25, My 2016 - GEEN Conflerence: Full Program Now Ausliaoke

Explore GGBN
Repositories Search Documents About

Codiles Infonmation

Available at: http:/ /www.qqbn.ora/qabn portal/
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59 GGBN members,
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http://www.humboldt.org.co/
http://www.nhm.ac.uk/
http://australianmuseum.net.au/
http://wiki.bgbm.org/dnabankwiki/index.php/File:Main_logo_DSMZ.jpg
http://wiki.bgbm.org/dnabankwiki/index.php/File:Logokoenig.gif

Repositories (17 push data)

Global statistics | Repositories | No. samples No. taxa

Humber of DNA, tissue or environmental sample records (including multiple samples from the same specimen).
Display with logarithmic scale.

ZFMK, Bonn (17340) — — —— 17340

MHEHDEFE, Frankfurt {1334] * 1384

QCAZ, Quito (30649) e — — 30649

OGL, Nahant (10582) — — o 10582
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‘. % GGBN Online Sample Growth

Samples Online
700000

600000

(0)
) 31% of 460% sample
extant increase from
families! Marcyise

500000

400000

300000

200000

100000

) N
2010 2011 2012 2013 2014 2015 2016 2017

m Samples Online



‘o Eukaryotic Biodiversity

 Domains: 3 (Eubacteria, Archaea, Evkarya)

e Kingdoms: 5 (animal, plant, fungi, chromista and
protozoa)

* Phyla: 61 (35 animal; 10 plant; 2 fungi; 14
chromists+protozoa)

e Classes: 266

e Orders: 1253

 Families: 8,716-9,330

e Genera: 140,000- 200 000

o Rpetiesti. 9. e Kn s o 16.5% 5™ o



GG[;,"\,V Gap Analysis

Families

Catalogue of Life SI Collections
(8716) .. (1936)

Genéank
(2323)

GGBN
(2180)
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GGB,@” Families mostly Singletons! (2180

N Families N_BioBanks Percent

1,591 N_ BioBanks=1 0.73

414 N_ BioBanks=2 0.19

109 N_ BioBanks=3 0.05

43 N BioBanks=4 0.02

21 N_ BioBanks=5 0.01

2 N_ BioBanks=6 0.00
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Presentation Notes
An analysis of the distribution of geomically preserved biodiversity across the GGBN 17 published biorepositories shows that 73% of families occur in only one biorepository, 19% in two, and less than 5% in three or more. No family occurs in more than 6 of 17 institutions.  These statistics suggest that enlarging the GGBN network will be a quick and costs effective way to achieve GGI’s preservation goals.”


GG,;,:-‘ Discoverability, Best Practices, Scale &

Integration
* Increase

discoverability

—Biorepositories
(new/existing)

—Aggregators (e.g.
iDigBio, VertNet):
* GGBN data standard

 Standard usage
statistics




GGBN Executive Committee

GGBN Members
GGBN Collaborators
GGBN Task Forces
Y DFG

hitp://www.ggbn.org SYNTHESYS

http: //lists.fu-berlin.de/listinfo/GGBN- |SBER & ESBB

info/
NSF

hitps:/ /iwitter.com/GGBNOutreach
GGl

hitps://www.facebook.com/ggbnoutreach
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