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S U P P O R T A N D F U N D I N G

• Dry Diagonal (Chaco, Cerrado, and Caatinga)

• Heterogeneity 

�in species richness across

the biomes

�in evolutionary history
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• Climate change

• Landscape modification

• Politics
Investigate the evolution of species traits 
and their role in promoting diversification 
in communities that have contrasting 
patterns of phylogenetic endemism.

Identify the null distribution by using mechanistic models 
that take into account community assembly processes and 
the mid-domain effect.

Expand our analysis to include multiple groups, in addition to birds:

Lepidoptera Mammals Amphibians
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• This comparative analysis showed that the Dry Diagonal 

harbors areas of paleo- and neo-endemism associated with 

geography and past forest dynamics.
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✷

✷ type of spatial data 

used in this study

Correlated areas with non-
random distribution of 
phylogenetic endemism with 
existing protected areas.

Squamates

and 930 species 
more…

• We used phylogenies and species range maps to identify non-random spatial 

distribution of phylogenetic diversity and endemism.
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